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sp|P11926|DCOR_HUMAN ... ... .. EGFTRKDILIDQKIN...EVSSSD FYVADLGD I|LKKHLRWLKALPR|. PFYAVKCNDSKA[IVIKTLAATGIGFDCASKTEIIQL
tr|J3NYB2|J3NYB2_GAGT3  ....... ELVSKQLIGDALRSRVESIDH...EFCDPG FFVADLGHV|YRIQHLRWKRN|LPR[.|[VKPFYAVKCNPDPQVILRLILAELGN|GFDCASK|TE I|KQ
tr|B2VzZL4 |B2VZL4_PYRTR ...... GACYSKQLIGDA[LKSRVEAIDS...DTCNVG FFTIADLGEV|YRQHLRWKTN|LSR[.|[VKPHYAVKCNPDPQVI|RLMTALG|LIGFDCASKN[EI|ET
tr|C1GYJ9|ClGYJ9_PARBA  ...... ARDASKDLIFDI|LKKK[V|SEIDI...HNCHPG FYVADLGQV|YRIQH|IT RWKKN|LGR|.|[VIKPFYAVKCN|PDP Q[T L|RLMV|QILGN|GFDCASKAE I|DY
tr|W9CS12|W9CS12_9HELO ...... GVNTPKNVIGNA[LKIQRVENIDN...DVCEAD FFVADLGEV|YRQHMRWKKN|LPR[.|[VKPFYAVKCNPDPQV IRLILAELGT[GFDCASK|GE I[EQ
tr|W6QB16 |W6QB16_PENRO ...... SSLTAKELVLDV[LRKRAREVDL...DQCGPG, FYVADMGE V|YRIQHMRWKMN|LGR| PFYAVKCNPDPE[VLRLMAQLGNGFDCASK|SE I|DM
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tr|H1VCA7|H1VCA7_COLHI ...... GVTNPKQLIGDA[LRQRVESIDH...EICEPG FFVGDLGEV|YRQHMRWKLN|LPR[.|[VKPFYAVKCNPDPKVIL|QLILARALGIGFDCASK|TE IDQ
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tr|G2WTZ9|G2WTZ9_VERDV . ..... VVITPKQLIGEALRRR[VESIDT...ESCGAG FFVADLGEV|[YRIQHMRWKLN|LPR[.|[VK[PFYAVKCN|PDP RV I|EL|LAA[LGT|GF DCASKWE I|DQ
tr|K1WA32|K1WA32_MARBU ...... GVNNPKKLIGDS[LKERLENVDH...NACDPG, FFIADLGEV|YRQHMRWKLN|LPR[.|[VKPFYAVKCNPDPRVI|EL[LARALGTGFDCASKAREIEQ
tr|C5GFH7|C5GFH7_AJEDR  ...... AREASKDLIFEI[LKEKVAKIDI...HNCHPG FYVADLGQV|YRIQH[IRWKKN|LGR|.|[VKPFYAVKCNPDPQVI|RLMAK|ILGNGFDCASKAEIDL
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tr|C8V6I7|C8V6I7_EMENI ...... SRLAAKDLVLNV[LKKRAREVDT...DRCAPG FYVADMGEV|YRIQHLRWKMN|LSR|.|[VRPFYAVKCNPDPEWVLRLMAK|LGN[GFDCASKAE IDM
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tr|FOXREO |FOXREO_GROCL .. .... CQSTAKQLIGNA|LRHRVETIDH...EFCEPG FEFVADLGEV| QQILRWKMNLPR|. PFYAVKCNPDPKVLQLILAGLGN|GEDCASKAEIEQ
tr|S3BU11|S3BU11_OPHP1 = ...... FN.NAKQLIGNAFRERVEKIDQ...EICNPG FEFVADMGEYV| QQIVRWEKMN[LPR PFYAVKCNPDPTVLRLLAEMGN|GEDCASKAEIEQ
gi|374108170|gb|AEY97077.1]| .TQKTGAHEQAHQAVFQAMKEHVERVNK...DTCDAG FEFVCDLGEV| LLRYWRRELPR|. PYYAVKCNPDVRVLERLASLGVINEDCASKAREIER
gi|49524739|emb|CAG58345.1| PEISKLPHNEAHLEIYNALKKRVDDINN...ETCEPG FFVCDLGETI LYANWWKELPR|. PEFYAVKCNPDLKIIIRKLADLGANEFDCASK[LEIDK
sp|P08432 | DCOR_YEAST ODLELLPHEQAHPKIFQALKARIGRINN...ETCDPG FFICDLGEV LENNWVKELPR|. PEFYAVKCNPDTKVLSLLAELGVINFDCASKVEIDR
tr|WOTA90 | WOTA90_KLUMA GKNVKLLHEQKHNMIFDTLKEK|IEAINH...ETCEPG FFVCDLGEI LRKLWSELLPR|. PEFYAVKCNPNTEVLRR|LASMDTINFDCASK|ICEIEK
sp|Q9UQW9 |[DCOR_SCHPO .. ....... SSRQAIGEAFKNTIIEEIER.AAVRGEPA FEVADLNGYV| QLILRWHAKLPR|. PFYAVKCNPDPKVLALLNK|FGTIGEDCASKGELEQ
tr|S9PVK1|S9PVK1_SCHOY . ........ HSRQAVDEAFKRMITELEQTSHAQGEPL| FEVADLHAYVY QLVRWHTKLPR|. PFYAVKCNPDPHVLALLNKFGTIIGEDCASKGEIEQ
tr|B6JUVO|B6JUVO_SCHJY  ......... KSREAIREL|LEQK|I|SESEV.NSATGEMR| FEFVADLAEREYV| QLVRWHTN[LPR PFYAVKCNPDPRVLALLVKFGTIIGEDCASK|GELQQ
tr|M7XLS3 |M7XLS3_RHOT1 TQAVPREAPLPAIHSGAIIIDNFRAALDTIDMDDCEAH FFVADLAEYV| QHVRWMREL G HR| PFFAVKSNPDPYVLHLMAALGMGEDCASQPEISA
tr|V2WL65 | V2WL65_MONRO ERLFASLPPLHYGHSEVHLRNG|.IMNATRLASEGEPD FEFVADLSLYV QYQRWVTCILPE|. PFYAVKCNPDPYVLRLLAALGTIGEDCASNNEISQ
tr|L8WQES | L8WQE8_THACA EIGFPGLPPLHTGTTDEI|INNN|.VAKALYDTEDEEPN] FEFAADLSKV| QHERWLRCILPG|. PFYAVKCNPDPYVLRL|LSALGT|IGEDCASHGEISQ
tr|K4GFQO |K4GFQO_CALMI =~ . ...t i vvve o EGFNARDI|ILERKIN...EVPLSD FYVADLGDI KHLRWHRALPR|. PFYAVKCNDEKAVVMTILAAMGA|GEDCASKNEIQM
tr|Q9DGJ4|Q9DGJ4_DANRE . ..., EGFCARDIVEQKIN...ESSLSD FYVADLGDYV| KHLRWLRVILPR|. PFYAVKCNDSRAVVITTILAS|ILGAGEFDCASK|TEIQI
tr|Q6XQV9|Q6XQVI_PAROL ... ... EGFTARDV[VEQKIN...ESSMTD FYVCDLGDV| KHLRWMRA|LPR|. PFYAVKCNDSRAVVTTILASILGTI|IGEDCASKTEIQL
tr|B5X175|B5X175_SALSA = ... ... EGFCARDI|VEQKIN. ETSMSD FYVCDLGDYV| KHMRWARAMPR|. PFYAVKCNDSRAVVITTILAS|ILNAGFDCASKTEIQTI
tr|C7BBC1|C7BBC1_ONCMY .. ... ... P 1S S P TS P I S P Y S Y D, (R [ S I I S P P
sp|P00860|DCOR_MOUSE .. .....uuunun.. EGFTAKDILDQKIN...EVSSSDDKDAFYVADLGD I|LKIKHLRWLKALPR|.VITPFYAVKCNDSRAIVISTLAAIGTI|IGEDCASKTEIQL
sp|P14019|DCOR_CRIGR . ... ...t EGFTAKDI|LDQKIN...EVSS.DDKDAFYVADLGDV|LKKHLRWLKALP .|[.|VITPFYAVKCNDSRALVINT|LAAITV|. .DCASKTEIQL
sp|P09057 |DCOR_RAT ... iiinea EGFTAKDI|LDQKIN...EVSSSDDKDAFYVADLGDV|ILKKHLRWLKALPR|.|VITPFYAVKCNDSRA[IV|STILAAIGTGFDCASKTEIIQL
sp|P27117|DCOR_BOVIN .. ............ EGFTAKDI|LDQKIN...EVSYSDDKDRAFYVADLGD ILKKHLRWLKALPR|.|VITPFYAVKCNDSRT|IVKT|LAAIGTGFDCASKTEIIQL
tr|DOG783|D0G783_PIG ... EGFTAKDILDQKIN...EVSATDDKDAFYVADLGD ILKKHLRWLKALPR[.|VITPFYAVKCNDSRT|IVIQT|ILAATIGTGFDCASKTEIQL
tr|S7TMV92|S7TMV92_MYOBR ... ... EGFTAKDILDQKIN...EVSSSDDKDAFYVADLGD I|LKIKHLRWLKALPR|.VITPFYAVKCNDSRT|IIVKTLAAIGTIGEDCASKTEIQL
tr|SOWGP8|SOWGP8_9CETA . . . .. v v v v v EGFTAKDILDQKIN...EVSSSDDKPDAFYVADLGD I|LKIKHLRWLKALPR|.VITPFYAVKCNDSRT|IIVKTILAAIGTIIGEDCASKTEIQL
tr|G9KEH8 |GO9KEH8_MUSPF . ... ... ...tenunnnn. S P P T S P I St I P I KCNDSRT|IVKTLAT|IGTGFDCASKTIEIQL
tr|L5LTO3|L5LT03_MYODS . ... ......o... EGFTAKDI|LDQKIN...EVSSSDDKDAFYVADLGD ILKKHLRWLKALPR|.|VITPFYAVKCNDSRT|IVKT|LAAIGTGFDCASKTEIIQL
sp|P27118|DCOR_CHICK .. ............ EGFTAKDI|LDQKIN...EVSSSDDKDRAFYVADLGD IVKKHMRWHKALPR|.|VITPFYAVKCNDSEAVVIKT|LAV|ILGAGFDCASK|TEI|QL
tr|J3S4T4|J3S4T4_CROAD ... ... ... EGFTAKDIVDQKIN...EVSSSDDKDAFYVADLGDV|LKKHLRWYKALPR|.|VIFPEFYAVKCNDSIAIVKT|LASLGAGFDCASKTEIQL
tr|V8NZ237|V8NZ37_OPHHA ... ........... EGFTAKDIVDQKIN...EVSSSDDKPDAFYIADLGDV|LKKHLRWYKALPR|.VIFPFYAVKCNDSIATIVKTLASLGAGEFDCASKTEIQL
sp|P27120|DCOR1_XENLA ... ......oouu.. EGFSARDIVEQKIN...EVSLSDDKDAFYVADEGD I|VKKHVRWEKALPR|.VITPFYAVKCNDGKAIVKTLSILGAGEFDCASKTEIQL
tr|Q6GLE9 |Q6GLE9_XENTR . ... ... EGFCARDIVEQKIN. . .EVSLSDDKDAFYVADLGD IVIKKHVRWEKALPR|.|VITPFYAVKCNDSKA|IVIKT|LSLLGAGFDCASKTEIQL
sp|P40807 |DCOR1_DROME .. ............ FYERELN.IRRVIE...ECDLQR[LDQALNICDLSSVERKLRLWQKLLPR|.|IKIPFYAVKCNDDPMVVIRLLAQLGAGFDCASKNEVKL
sp|P41931|DCOR_CAEEL . ... ... ununo.. KQVDIQLQMCRDIAA...SKDLQENDSISFMLVDLDKI|IERFQLWKRELPM.|I[EPFYAVKCNTDLV[LIRILAS|ILGCGEDCASKPDEIDTI
tr|AOAO034WJIY6|AOAO034WJIY6_BACDO . ... .......... TYEGVLD.LKGVVK...EVDVEEMEEALNICDLSTLSIQKYKTWIKHMPR|.VKPYYAVKCNDDALIIVKE|LADLGAGEFDCASKNEIKL
tr|Q27702|Q27702_MUSDO ... ... FYENEID.LKQVIA...GQNLQSADEALFVCDLTRLKEKYDMWTKYMPR|.[VKPYYAVKCNDDGH|IVKTLAELGTNEDCASK|GEIKQ
tr|UIM7I3|UIM7I3_ASCSU .. ittt MN[IIDVARQIAT...YKSQRDIEEPDAFYVMSVNKLV[TRFMEWKRY|LPR[.[IEPFYAVKCNDDPV|VLKVLTK[LGCIGLDVASKAEFVQ
tr|AOAO26WM66 | AOA0O26WM66_CERBI . . . ... ........ VEDDAADNMDIIKT...IIDVRNQEDGEFYIVDIGDV|IEKHREWVTKMPR/.|VIAPHFAIKCNPDPTVIKILAALNADEDCASE|QEIRQ
tr|W5J4G7 |W5J4G7_ANODA TPESGSFENFGNLTILPPEGDS|IEKEIDR. .IIEAGTREHPLEHVLDLDDV|VRKHLNWLRTMPR|/.VITPFYAVKCNDDPATILATLARLGTIIGEDCASERAEIRT
tr|G6D2E4 |G6D2E4_DANPL ... ... ... I 1S I S S oele o|e o 4|+« «MPR[.|VEPFYAVKCNDDRL|LV|STLAALGAGFDCASKAEIEL
tr|W8BLCY|W8BLCI9_CERCA ... ........... SYEGILD.|LKKIVK DVDIEEMEEALNICDLSVLAKKYKTWLKHMPR[.|VKIPYYAVKCNDDAVVVIKE|LAKLGTGFDCASKNE I|KL
sp|P49725|DCOR_PANRE .. .........o... NAIDNKTVATAIAA...TRTVNGNDDPEFVVMNVSTIMAKVIIQWQRTMPR|.|VIAPCYAVKCNDDKV|ILLRT|ILADLGMGEDCASKAE I|EK
tr|Q1HPR3|Q1HPR3_BOMMO .. ... ......... VMEGISWSP|VISVIRE. . .IVESGVQEDPFYVMDLGEVVARYQQWKELLPR|.|VEPFYAVKCNDDKLILLITTILAALGTGFDCASKAEIEL
tr|MATBOO |[MATBOO_TELCI = . .ttt vvine e GEVDAISMCIQEIAH...SYDQODN/IDDAFMLVDLDVIFERFLLWKREMPM.|IEPFYAVKCNTDRV|LVRTLAALGAGFDCASREEIDI
tr|B7T184|B7T184_HALDV . ... ......o... YEKTKACMVAEKAA .. .LLNSEQCEPDAFFIADLGDIVAKYKKWRRLLPR|.VEPFYAVKCNDDYGVLKLLGDLGTISEFDCASKIFIEIDK
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tr|027702|Q27702_MUSDO
tr|U1M7I3|ULM7I3_ASCSU

tr|AOA026WM66 | AOAO26WM66_CERBI

tr|W5J4G7 |W5J4G7_ANODA
tr|G6D2E4 | G6D2E4_DANPL
tr|WS8BLCY |W8BLC9_CERCA
sp|P49725 | DCOR_PANRE

tr|Q1HPR3|QLHPR3_BOMMO
tr|M4TBOO |MATBOO_TELCI
tr|B7T184|B7T184_ HALDV
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sp|P11926 | DCOR_HUMAN

tr|J3NYB2 | J3NYB2_GAGT3
tr|B2VZL4 |B2VZL4_PYRTR
tr|C1GYJ9|ClGYJ9_PARBA
tr|W9CS12|WICS12_9HELO
tr|W6QB16 |W6QB16_PENRO
tr|AlCHB3|A1CHB3_ASPCL
tr|H1VCA7 |H1VCA7_COLHI
tr|C6H1Z4|C6H1Z4_AJECH
tr|G2WTZ9 | G2WTZ9_VERDV
tr|K1WA32 |K1WA32_MARBU
tr|C5GFH7 |C5GFH7_AJEDR
tr|J4UIB7|J4UIB7_BEAB2
tr|E9E831|E9E831_METAQ
tr|E9F1W4 |E9F1W4_METAR

tr|AOAOLORRKS | AOAO10RRKS_9PEZI

tr|N4VJIJ3|N4VIJT3_COLOR
tr|K2RJF9|K2RJF9_MACPH
sp|P27121|DCOR_NEUCR

tr|C8V6I7|C8V6I7_EMENI
tr|L2FKDO | L2FKDO_COLGN
tr|G3JP44|G3JP44_CORMM
tr|FOXREOD | FOXREO_GROCL
tr|S3BULl|S3BUll_OPHP1l

gi|374108170|gb|AEY97077.1|
gi|49524739|emb|CAG58345.1|

sp|P08432 | DCOR_YEAST
tr|WOTA90 |WOTA90_KLUMA
sp | Q9UQWY | DCOR_SCHPO
tr|S9PVK1 | S9PVK1_SCHOY
tr|B6JUVO |B6JUVO_SCHJIY
tr|M7XLS3 |M7XLS3_RHOT1
tr|V2WL65 | V2WL65_MONRO
tr|L8WQES | LWQES_THACA
tr|K4GFQO | K4GFQO_CALMI
tr|Q9DGJ4 | Q9DGI4_DANRE
tr|Q6XQV9|Q6XOV9_PAROL
tr|B5X175|B5X175_SALSA
tr|C7BBC1|C7BBC1l_ONCMY
sp|P00860 | DCOR_MOUSE
sp|P14019 |DCOR_CRIGR
sp|P09057 | DCOR_RAT
sp|P27117 | DCOR_BOVIN
tr|D0G783|D0G783_PIG
tr|S7MV92|STMV92_MYOBR
tr|SIWGPS | SOWGPS_9CETA
tr|GIKEHS | G9KEHS_MUSPF
tr|L5LT03|L5LT03_MYODS
sp|P27118|DCOR_CHICK
tr|J3S4T4|J3S4T4_CROAD
tr|V8NZ37|V8NZ37_OPHHA
sp|P27120 | DCOR1_XENLA
tr|Q6GLEY | Q6GLE9_XENTR
sp|P40807 | DCOR1_DROME
sp|P41931|DCOR_CAEEL

tr|AOA034WJIY6 | AOAO034WJIY6_BACDO

tr|027702|Q27702_MUSDO
tr|U1M7I3|ULM7I3_ASCSU

tr|AOA026WM66 | AOAO26WM66_CERBI

tr|W5J4G7 |W5J4G7_ANODA
tr|G6D2E4 | G6D2E4_DANPL
tr|WS8BLCY |W8BLC9_CERCA
sp|P49725 | DCOR_PANRE

tr|Q1HPR3|QLHPR3_BOMMO
tr|M4TBOO |MATBOO_TELCI
tr|B7T184|B7T184_ HALDV
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tr[H1VCAT7|H1VCA7 COLHI Omithine decarboxylase OSColletotrichum higginsianum (strain IMI 349063) GNCHO063 09100 PE3 SV1

trlADAO10RRK5|AOAO10RRKS 9PEZI Ornithine decarboxylase OSColletotrichum fioriniae PJ7 GNCFIO01 06992 PE4 SV1

triN4VJJ3[N4VJJ3 COLOR Omithine decarboxylase OSColletotrichum orbiculare (strain 104-T / ATCC 96160/ CBS 514.97 / LARS 414 / MAFF 240422) GNCob 08960 PE3 SV1
trlL2ZFKDOJL2FKDO COLGN Omithine decarboxylase OSColletotrichum gloeosporiocides (strain Nara gc5) GNCGGC5 12532 PE3 SV

tr|G2WTZ9|G2WTZ9 VERDV Omithine decarboxylase OSVerticillium dahliae (strain VdLs.17 / ATCC MYA-4575/ FGSC 10137) GNVDAG 01272 PE3 SV1

tr|EQE831 [EQEB31 METAQ Ornithine decarboxylase OSMetarhizium acridum (strain CQMa 102) GNMAC 06029 PE3 SV1

tr|ESF 1W4|E9F1W4 METAR Omithine decarboxylase OSMetarhizium anisopliae (strain ARSEF 23/ ATCC MYA-3075) GNMAA 06162 PE3 S\V1

trlJ4UIB7|J4UIB7 BEABZ Ornithine decarboxylase OSBeauveria bassiana (strain ARSEF 2860) GNBBA 07822 PE3 SV1

tr|G3JP44|G3JP44 CORMM Ornithine decarboxylase OSCordyceps militaris (strain CM01) GNCCM 07906 PE3 SV1

tr|S3BU11|S3BU11 OPHP1 Ornithine decarboxylase OSOphiostoma piceae (strain UAMH 11346) GNF503 08798 PE3 SV1

——— tr]FOXREOQ|FOXREQ GROCL Ornithine decarboxylase OSGrosmannia clavigera (strain kw1407 / UAMH 11150) GNCMQ 65 PE3 SW1

triJ ANYB2|JINYB2 GAGT3 Ornithine decarboxylase OSGaeumannomyces graminis var. tritici (strain R3-111a-1) GNGGTG 06265 PE3 SV1

sp|P27121|DCOR NEUCR Omithine decarboxylase OSNeurospora crassa (strain ATCC 24698 / 74-OR23-1A /CBS 708.71 / DSM 1257 / FGSC 987) GNspe-1 PE2 SV1
trMWW8CS12|WICS12 9HELO Ornithine decarboxylase OSSclerotinia borealis F-4157 GNSBOR 2308 PE3 SV1

trjK1VWA32 [K1WA32 MARBU Omithine decarboxylase OSMarssonina brunnea f. sp. multigermtubi (strain MB m1) GNMBM 07792 PE3 SV1

tr|B2VZL4|B2VZL4 PYRTR Omithine decarboxylase OSPyrenophora tritici-repentis (strain Pt-1C-BFP) GNPTRG 02854 PE3 SWV1

tr|K2RJF9|K2RJF9 MACPH Ornithine/DAPfArg decarboxylase OSMacrophomina phaseclina (strain MS6) GNMPH 08063 PE3 SV1

trlC6H1Z4|C6H1Z4 AJECH Ornithine decarboxylase OSAjellomyces capsulatus (strain H143) GNHCDG 00726 PE3 SV1

trlC5GFH7|C5GFH7 AJEDR Omithine decarboxylase OSAjellomyces dermatitidis (strain ER-3 / ATCC MYA-2586) GNBDCG 03169 PE3 SV1

trjlC1GYJ9|C1GYJ9 PARBA Omithine decarboxylase OSParacoccidicides lutzii (strain ATCC MYA-826 / Pb01) GNPAAG 03153 PE3 SV1

tr|C8V6I7|C8VEI7 EMENI Ornithine decarboxylase (Eurofung) OSEmericella nidulans (strain FGSC A4 / ATCC 38163 /CBS 112.46 / NRRL 194 / M139) GNANIA 03846 PE3 SW1
trl\W6QB16WEQB16 PENRO Ornithine decarboxylase OSPenicillium roqueforti GNspe-1 PE3 SV1

trfA1CHB3]A1CHB3 ASPCL Ormithine decarboxylase OSAspergillus clavatus (strain ATCC 1007 /CBS 513.65/DSM 816 /NCTC 3887 / NRRL 1) GNACLA 047370 PE3 SV1
sp|QEUQWI|DCOR SCHPO Ornithine decarboxylase OSSchizosaccharomyces pombe (strain 972 f ATCC 24843) GNspel1 PE2 SV1

tr|SOPVK1|S9PVK1 SCHOY Omithine decarboxylase Spel OSSchizosaccharomyces octosporus (strain yFS286) GNSOCG 00862 PE3 SV1

tr|B6JUVO|B6JUVO SCHJY Ornithine decarboxylase Spel OSSchizosaccharomyces japonicus (strain yFS275 / FY16936) GNSJAG 00043 PE3 SW1

tr|M7XLS3|M7XLS3 RHOT1 Ornithine decarboxylase OSRhodosporidium toruloides (strain NP11) GNRHTO 05034 PE3 SV1

triV 2WLE5|V2WLES MONRO Ornithine decarboxylase OSMoniliophthora roreri (strain MCA 2997) GNMoror 1956 PE3 SW1

tr|LBVWQES|LBWQES THACA Ornithine decarboxylase OSThanatephorus cucumeris (strain AG1-1A) GNAG1IA 05616 PE3 SV1

trlC7BBC1|C7TBBC1 ONCMY Ornithine decarboxylase (Fragment) OSOncorhynchus mykiss PE3 SW1

trjQ6XQVIIQEXQAVI PAROL Omithine decarboxylase OSParalichthys olivaceus PEZ SV1

trlQ9DGJ4|QODGJ4 DANRE Odc1 protein OSDanio rerio GNode1 PE2 SV1

trjK4GF QO |K4GFQO CALMI Ornithine decarboxylase OSCallorhynchus milii PE2 SV1
sp|P11926|DCOR HUMAN Ornithine decarboxylase OSHomo sapiens GNODC1 PE1 SV2
sp|P14018|DCOR CRIGR Ornithine decarboxylase OSCricetulus griseus GNODC1 PE2 SV3
sp|P00860|DCOR MOUSE Ornithine decarboxylase OSMus musculus GNOdc1 PE1 SV2
sp|P09057|DCOR RAT Omithine decarboxylase OSRattus norvegicus GNOde1 PE1 SV1
tr|D0G783|D0GT83 PIG Omithine decarboxylase 1 OSSus scrofa GNODC1 PE2 S\V1
sp|P27117|DCOR BOVIN Omithine decarboxylase OSBos taurus GNODC1 PE2 SV1
tr|SOWGP8|S9WGP8 9CETA Omithine decarboxylase OSCamelus ferus GNCB1 001616081 PE3 SV1
tr|S7MVO2|STMVS2 MYOBR Omithine decarboxylase OSMyotis brandtii GND623 10020822 PE3 SV1
tr|L5LTO3|L5LTO3 MYODS Ornithine decarboxylase OSMyotis davidii GNMDA GLEAN 10012557 PE3 SV1
tr|GOKEHB|GIKEH8 MUSPF Omithine decarboxylase 1 (Fragment) OSMustela putorius furo PE2 S\V1
sp|P27118|DCOR CHICK Ornithine decarboxylase (Fragment) OSGallus gallus GNODC1 PE2 SV1
trlJ3S4T4]J3S4T4 CROAD Ornithine decarboxylase OSCrotalus adamanteus PE2 SV1
sp|P27120|DCOR1 XENLA Omithine decarboxylase 1 OSXenopus laevis GNodc1-a PE2 SV1
tr|Q6GLE9|Q6GLES XENTR Omithine decarboxylase 1 OSXenopus tropicalis GNodc1 PE2 SV1

[ 9il374108170|gb|AEYS7077.1| FAER0OB7Cp Ashbya gossypii FDAG1

’-H_%E“_’—L !_L\ [ ] [ ] |
Al AARS

L gij49524738|emb|CAG58345.1|unnamed protein product Candida glabrata

tr|B7T184|B7T184 HALDV Ornithine decarboxylase OSHaliotis diversicolor supertexta PE2 SV1
trlU1M7I3JUTM713 ASCSU Ornithine decarboxylase OSAscaris suum GNASU 11745 PE3 SV1
sp|P49725|DCOR PANRE Onmnithine decarboxylase OSPanagrellus redivivus GNODC PE2 SV1
sp|P41931|DCOR CAEEL Ornithine decarboxylase OSCaenorhabditis elegans GNode-1 PE3 SV2
triM4TBOO|M4TBOO TELCI Ornithine decarboxylase (Fragment) OSTeladorsagia circumcincta PE2 SWV1

trW5J4G7|W5J4G7 ANODA Omithine decarboxylase OSAnopheles darlingi GNAND 010669 PE3 SWV1
trjlQ1HPR3]Q1HPR3 BOMMO Ornithine decarboxylase OSBombyx mori GNLOC732896 PE2 SV1
trJADAD26VWME6|ADAD26WMEE CERBI Orithine decarboxylase OSCerapachys biroi GNX777 03531 PE4 SV1
sp|P40807|DCOR 1 DROME Ornithine decarboxylase 1 OSDrosophila melanogaster GNOde1 PE2 SV3
trjQ27702|Q27702 MUSDO Ormithine decarboxylase OSMusca domestica GNODC PE2 SV1
tr|ACAQ34WIYEJADAD34WIYE BACDO Ornithine decarboxylase 1 OSBactrocera dorsalis GNDCOR1 PE4 SV1
tr[WW8BLCO|WWBBLCS CERCA Ornithine decarboxylase 1 OSCeratitis capitata GNDCOR1 PE2 SV1

f o)



