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PIPSAITOIOAZT RAT Omithine antizyme 1 OSFRatius g Oazl PE1 8V
$pPS43E9[0AZ1 MOUSE OMIEhine decamaxylase antizyme 1 OSMUS musculus GNOaz1 PE2 SV3
SpIPTONZIDAZT MESAU Omiine decarbonylase antizyme 1 CSMesocricetus auralus GNOAZT PE2 SV3
SIPSI3EEI0AZT HUMAN Omilhing decarbaxylase anlizyme 1 OSHOMo sapns GNOAZ] PET SV3
EW!m! BOVIN Omithine decarboxylase antiryme 1 O5Bas taurus GNOAZ1 PE2 SV3

mB2CR PIG Omithin antizyme 1 CSSus scrofa GNOAZ1 PE2 SV1
DO |DAZ1 CHICK Omithing antizyme 1 OSGallus galkis GNOAZ PE2 SV
Ui i SCETA Omithine antizyme 1 OSCamedus ferus GNCB1 000503002 PE4 $v1
ILSMIFSILSMIFS MYODS Omithine decarbonylase antizyme 1 (Fragment) DSMyobs davidil GNMDA GLEANT0011166 PE4 SV1
H|GOZEMHGOTE Ornithine anfiryme 1 (Fragment} bincei PE2 SV
WJIAHGVEKAHEVE RENDU Omithin antizyme 1 (Fragment) OSRena dulcis GNOAZ1 PEZ SV
H|STPBJGSTPOIG MYODR Omithine decarborylise antiryme 1 OShyolis brandtii GNDE2Y 10029514 PE4 51
=PIPSSA14|OAZ 1 XENLA antizyme 1 pus laevis GMoazi PE2 Sv2
SHIIVISHOAZ 1 DANRE Omithing antizyme 1 OSDanka PEZ SV1
WICTBECZICTEECZ ONCMY Omihing decarboxytase anteyme 1 (Fragment) OSOncomynchus mykiss PE4 SV1
IOEXIFOIOEXIFD PARCL Omithin allvaceus PE2 SV
WiQA0FT4|050F T4 TORMA Oemithine anfizyme O PEZSVI
o I XENTR antizyme 1 (Frag Noazl PE2 SV1
W L 28 CERBI antizyme O 777 16283 PE4 V1
MTWEJOAZWEIOAZ ANODA Ormiflhine antizyme: danngl PE4 5V1
SPIOESPSTI0AZ AEDAE Omithine decarboxylase antizyme OSAcdes aegypl GNOda PE2 SV1
L 1# BACDO Ornilhine: antizymie O dorsalis GNOAZ PE4 51
T I CERCA Omithin antizyme OSCeratits capitata GNOAZ PE2 SV1
SPIPS3E1|0AZ DROME Omithin antizyme GNOda PE2 SV2
IT1PNEE|T1PNES MUSDO Omihine antizyme (Fragment) OSMusca PEZSVI
GE0ADB|GEDADE DANPL Omithing decamarylase antizyme OSDanals plexippus GNKGM 01142 PE4 5V1
SHOINHZE|OAZ CAEEL Ornithing antizyme OS5 elegans GNIKABL. 1 PE2 SV
pIIENHZA|OAZ PRIPA Omithine anlizyme O % pacificus PE2 SV1
L ! ASCEU O antzyme SULm GNASL 04708 PE4 SV1
SPOSNHZS|OAZ ONCVO Omithine antizyme volvuhes PE2 5W1
SPIAAUSQS|0AZ SCHPO Omithine antizyme O &5 pombe (strain 672 / ATCC 24843) GNgpal PE1 $v2

E PIAIHFUSOAZ SCHOT Omithing antizyme O Ghspal PE3 SV1
spI0SHFLISI0AZ SCHIP Ornithine anlizyme O japenicus GMspal PE3 51
E ASHGO Cmithins antizyme yPil {strain ATCC 10895 / CBS 109,51 / FGSC 9323 / NRRL Y-1056) GNOAZ1 PE3 SV3

/_EWFJCCWMC““' anbryme OS( glabrata (strain ATCC 2001/ CBS 138 / JCM 3761 / NBRC D622 | NRRL Y-65) GNOAZ1 PE3 SV2
WKIRSPIKIRSPI MACPH Oménine antizyme: GNMPH 05002 PE4 $V1
| NB2VS12|B2VE12 PYRTR Omithine antizyme OSP Iritici-fepentts {strain PL-1C-BFP) GNPTRG 00351 PE4 SV1

UICEHATAICEHATA AJECH Omithi anlizyme O (strain H143) GNHCDG 03315 PE4 5V1
VICSGOCACHGDTS AJEDR Omi antEnymie O (strain ER-37 ATCC MYA-2586) GNBODUOG 02858 PE4 51
HIC1GRIGIC 1GRIE PARDA Ormithine ¥ lutzi (strain ATCC MYA-D26 / PLO1) GNPAAG D981 PE4 SV1

ICEVBASICAVEAS EMENI Omithine decarbaxytase antizyme Source: UniProtKB/TrEMBLACC QSHFUIG OSEmenicelia nidulans (sirain FGSC A4 | ATCC 38163 / GBS 11246 /NRRL 154/
WWEPYTIWERYTS PENRO Omithine décarborylase antizyme DSPenicillum roquetort GNPROQFM164 019003025 PE4 SV1
WATCEWZIATCHWZ ASPCL Omithine gecarborylise anboyme pulative OSASpergillus clavalus (sirain ATCC 1007 / CBS $13.65 7 DSM 816/ NCTC 3887 / NRAL 1) GNACLA 058100FE4 =

T | SHELD Omithing antzyme DSSclerotinia boreals F-4157 GNSBOR 8235 PE4 V1
HIKIWLIG[KIWLIE MARBL Ornithine anlizyree O brunnea 1. sp. (strain MB m1) GNMBM 07922 PE4 SV1
HHIVIS3[H1VIS3 COLHI Omihin antzyme OSC g9 (strain IMI 349063) GNCHDG3 10777 PE4 SV
! 1 9PEZ| tizy hum PUT GNCFIONT 04423 PE4 SV1
INAVEZA|NAVIZE COLOR Omithine aniizyme hum orbiculare (strain 104-T/ ATCC 96160 / CBS 514.97 / LARS 414/ MAFF 240422) GNCob 09705 PE4 8V1
T i COLGE Omithine antizyme OSColetotri (strain Cg-14) LO 02995 PES SV
VERDY Ormiflhine: anlizyi: O dahliae (strain VALS. 17 J ATOC MYA-4S5TS [ FGSC 10137) GNVDAG 00022 PE4 51
WIQTRZ2Z|QTRZZ2 NEUCR Omithin antzyme O Sirain ATCC 24650 / T4-ORZ3-1A4J CBS 708 71/ DSM 1257 | FGSC 987) GNNCUOT155 PE4 SV3
IINLISLIANLIS GAGTS Ornithin anliryme O graminis var, bitic (sirain R3-1112-1) GNGGTG 02138 PE4 SV1
W|FOXIQE|FOXIGE GROCL Omimin antizy KW1407 / UAMH 11150) GNCMQ 2245 PE4 SV1
ISICIMISICITI OPHP1 Omne antizyme plceae (<iran UAMH 11348) .
URMULCH MULOS BEAB2 Owmilhin: antyim O {sirain ARSEF 2850) GNBBA 05421 PE4 5V1

HIGGNT|GIIGNT CORMM Omithine decarboxylise antiyme O5Condyceps mililars (strain CMO 1) GNCCM 04673 PE4 5V1
WIESDYSTIESDYST METAQ Crnithine decarbomylase anlizyme OSMetarhizium adidum (strain COMa 102) GNMAC 02595 PE4 5V1

WESESZHEIESZI METAR Omithine izy (strain ARSEF 23/ ATCC MYA-3075) GNMAA (3043 PE4 SV1
— FMTWGEAMTWGSS RHOTT antizy W 11) GNR PE4 8V1
WVZWY QT V2ZWYDT MONRO Omithine antizyme short O rorer (strain MCA 2957) GNMoror 10302 PE4 V1

ILBWNTEILSWNZE THACA Dmithine decartaxylase antizyme doman-c (strain AG1-A) 07746 PE4 SV1



